
















Supplementary Table S1 Segregation of fruit colours in M82 ×LBS segregating 1 

populations. 2 

 

Generation 

Total 

plants 

No. of plants with fruit color in Expected 

ratio 

 

χ
2
 value Red/Pink  Yellow Purple Green 

F1 25 25(Red)  0 0 0   

F2 943 550  169 154 70 9:3:3:1 6.636 

 3 



Supplementary Table S2 Sequences of primers used in this study. 

Primer name Sequence (5'-3') 

SGR1-RNAi-FW1 AAAAAGCAGGCTACTTCCCCCTCATCTTCTTCTG 

SGR1-RNAi-RV1 CCATAACAAGGCAACAGACATTCCCAAATAAATAATGCTGCTTCCA 

PSY1-RNAi-FW2 TGGAAGCAGCATTATTTATTTGGGAATGTCTGTTGCCTTGTTATGG 

PSY1-RNAi-RV2 AGAAAGCTGGGTCGGCTTCACTTCTAACTCATTGG 

attB1 GGGGACAAGTTTGTACAAAAAAGCAGGCT 

attB2 GGGGACCACTTTGTACAAGAAAGCTGGGT 

SGR1-qPCR-FW GTAGGTGGGGTGAAGAGTACAAGTT 

SGR1-qPCR-RV CACCATCCTAAACTTGATGTTCTTG 

PSY1-qPCR-FW TGGAAGGTGACAAAAAGAAAGACA 

PSY1-qPCR-RV CCATTATTAGTTTGCTTTCCACCAC 

PSY1-DET-FW GAATGTCTGTTGCCTTGTTATGG 

PSY1-DET-RV GCTTTATCTTTGAAGAGAGGCAGTT 

LD-1 ACGATGGACTCCAGAGCGGCCGC(G/C/A)N(G/C/A)NNNGGAA 

LD-2 ACGATGGACTCCAGAGCGGCCGC(G/C/T)N(G/C/T)NNNGGTT 

LD-3 ACGATGGACTCCAGAGCGGCCGC(G/C/A)(G/C/A)N(G/C/A)NNNCCAA 

LD-4 ACGATGGACTCCAGAGCGGCCGC(G/C/T)(G/A/T)N(G/C/T)NNNCGGT 

PSY1-TAIL-RV1 TCAAGCTAGTCAAGCTCGGATT 

PSY1-TAIL-RV2 GAACAGCAACGCAAATGAAAAT 

PSY1-TAIL-FW1 GATATGTTGTACTCGAACGAGGGTC 

PSY1-TAIL-FW2 CTGTTTGAGTGAGGAAAAGTTGGTT 

PSY1-TAIL-FW3 GATGGTCTATGATGTGGTTTTGAGG 

PSY1-LBS-gDNA-FW1/2 GAATGTCTGTTGCCTTGTTATGG 

PSY1-LBS-gDNA-RV1 TTTCCGTCCATTATTAGTTTGCTT 

PSY1-LBS-gDNA-RV2 CCCTTCTTCTCTCGGGAGTCAT 

PSY1-LBS-gDNA-FW3 GTATGGTGCAGAAGAACAGATGAA 

PSY1-LBS-gDNA-RV3 CAGCAAAAGTGACATCAAACGC 

SGR1-cDNA-DET-FW ATGGGAACTTTGACTACTTCTCTAGTG 

SGR1-cDNA-DET-RV TCAACTTTGCTGCTCTTGCAA 

ProSGR1-PNL-OE-FW TGCATCCAACGCGTTGGGAGCTCATGACTCCGCCATACTTACCAA 

ProSGR1-PNL-OE-RV TCTCATTAAAGCAGGACTCTAGA TGCTGCTTCCACAAACCCTA 

ProSGR1-AC-OE-FW TGCATCCAACGCGTTGGGAGCTCGCTGAATGATGTGCCAACGG 

ProSGR1-AC-OE-RV TCTCATTAAAGCAGGACTCTAGATGCTGCTTCCACAAACCCTA 

35S-CYCB-OE-FW CATTTGGAGAGGACACGCTCGAGTGTATTGCTTGGTGATTCCTCTG 

35S-CYCB-OE-RV TCTCATTAAAGCAGGACTCTAGAGGCTTTTAAGAGGAACAGAGTGG 

CYCB-CR-DT1-FW GAATCTAACAGTGTAGTTTGTTGTTGGACAATAGACCTATGTTTTAGAGCTAGAAATAG 



CYCB-CR-DT2-RV GCTATTTCTAGCTCTAAAACGATTCGAATTAGGATCAACCCAAACTACACTGTTAGATT 

CYCB-CR-DET-FW TGTATTGCTTGGTGATTCCTCTG 

CYCB-CR-DET-RV TTCAACAATTTCAACTTCAGCTTCT 

35S-PSY1-PNL-OE-FW CATTTGGAGAGGACACGCTCGAGGAATGTCTGTTGCCTTGTTATGG 

35S-PSY1-PNL-OE-RV TCTCATTAAAGCAGGACTCTAGAGCTTTATCTTTGAAGAGAGGCAGTT 

Rin-CR-DT1-FW GAATCTAACAGTGTAGTTTGGTGGTATCTCTCCAATGTCTGTTTTAGAGCTAGAAATAG 

Rin-CR-DT2-RV GCTATTTCTAGCTCTAAAACGTGAATCTGATGAAGTTTGGCAAACTACACTGTTAGATT 

Rin-CR-DET-FW TTTTTGTGTCACATAAGCATCAGG 

Rin-CR-DET-RV TCAATATTGAGTTGGCCTACACAC 

GF-DET-FW GGATCCGTGCCGTCTATTGT 

GF-DET-RV TGCATCTCTGAGTGGACCCC 

MYB12-Pro-FW1 TTATGAAAGTGACGAACAACCGAC 

MYB12-Pro-RV1 ATTTAAGTTGATCGTCACGGCC 

MYB12-Pro-RV2 AGCTAAATAAGATGCAATTAAATGGC 

PSY1-Exon1-FW GAATGTCTGTTGCCTTGTTATGG 

PSY1-Exon1-RV AGTTAAACGTCTTTGCATACTCTGC 

 



Supplementary Table S3 Reaction programs of TAIL-PCR. 

Reaction 

stage 

Cycle 

No. 

Temperature 
o
C 

Time 

S 

Temperature 
o
C 

Time 

S 

Temperature 
o
C 

Time 

S 

Primary 1 94 180     

5 94 30 62 60 72 180 

1 94 30 25 120 * 180 

15 94 30 62 60 72 150 

 94 30 62 60 72 150 

 94 30 45 60 72 150 

1 72 60     

1 16 300     

Secondary 1 94 180     

12 94 30 65 60 72 150 

 94 30 65 60 72 150 

 94 30 45 60 72 150 

1 72 600     

1 16 300     

Tertiary 1 94 180     

25 94 30 45 60 72 150 

1 72 600     

1 16 300     

*, 25 
o
C, 150 s ramping to 72 

o
C at 0.2 

o
C/s 
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